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Aminoacidos

v Grupo Amina (NH2) e Carboxilico (COOH)
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GRUPO CARBOXILICO

20 aminoacidos formam as proteinas nas células
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Proteinas - Estrutura primaria
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Interagdes intramoleculares
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Estrutura das Proteinas- diferentes niveis de Estrutura das Proteinas ’
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Estrutura das proteinas — dominios
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v’ Dominios: Parte da proteina (40 -350 aminoacidos)

v'Associagdo com a fungdo das proteinas

Exemplo: Scr protein kinase

hemoglobn (ahhs)

riose phasphste isomerase (Tt}

Estrutura Primaria

hexokinase (1czs) nubisen (1rex) alcobol dehydrogensse (20hx]



Familias proteicas

v Presenga de dominios conservados
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Fungdo das proteinas

v’ Enzimas: promovem transformagdes quimicas
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Funcdo das proteinas

vToda proteina se liga a uma IR LN
v > s
molécula i

vligagbes ndo  covalentes:

Ligante — Sitio de Ligagdo

Inespecifica

Especifica

Diferentes familias Enzimaticas

v"Nome das enzimas: substrato acrescido pela terminagdo

“ase” . Exemplo: Nuclease.

TABLE 3-1 Some Common Types of Enzymes

ENZYME REACTION CATALYZED
Hydrolases general term for enzymes that catalyze a hydrolytic cleavage reaction.
Nucleases break down nucleic acids by hydro

Proteases bre: n proteins by by

ases

Isomerases

gen name used for enzymes that synthesize molecules abolic reactions by condensing
two smaller molecules together.
catalyze the of bonds within

reactions such as the synthesis of DNA and RNA.

Kinases

Phosphatases
Oxido-Reductases

AlPases

catalyze the addition of phosphate groups to molecules. Protein kinases are an important group
of kinases that attach phosphate groups to proteins.
ze the hydrolytic removal of a phosphate group from a molecule.
n which one molecule is oxidized while the
often called axidases, recuctases. and dehydrogenases

transport proteins the sodium-potassium pump.




Cinética Enzimatica
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v Velocidade da reacio aumenta até a saturagio da

enzima com o substrato
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Proteinas sem atividade enzimatica

Regulagdo da atividade proteica

Histona

Positively
charged tail

v'Exemplo: Actina, Histonas, Fatores transcricionais

Actina

nctin molecule

minus end

Extrema

ohus ond.

®

v'Regulagio Alostérica

v'Diferentes sitios

vEfetor gera mudanga

conformacional

v'Alterna em duas formas

?
/\A

H [
O substrato ndo
pode se gar
A roacho ennmatca’
4o ocorre

Regulagdo Alostérica

iva

S| L

reguiation

v Regulagdo Negativa. Ex: Atividade Enzimatica

)

805,
E®!
el

10% active



Regulagdo Alostérica

v'Regulagdo Negativa. Ex: Atividade Enzimatica - Inibigdo

pelo produto.
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Regulagdo da atividade proteica ‘
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Regulagao Alostérica ‘

v" Regulagdo Positiva. Ex: Atividade Enzimatica
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Nucleotideos

v" Formado por trés moléculas diferentes:
v'Base Nitrogenada Base Nitrogenada
v'Agucar: Ribose ou Desoxirribose

v'Fosfato Fostato

A
U Agucar
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Bases Nitrogenadas
v RNA- Acido Ribonucleico e DNA- Acido Desoxirribonucleico
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Acido Desoxirribonucleico - DNA

v'DNA - dupla fita unida por pontes de Hidrogénio entre as Bases

v Estrutura de dupla hélice
v'A-T : 2 Pontes de Hidrogénio
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DNA polynucleotide strand

T-A pairs have two
hydrogen bonds

A phosphodester
linkage connects the
phosphate group
and the 3"-OH group
of adjoining nucleotides.
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€ pairs have three
hydrogen bonds.

DNA has deoxyribose

The strands run in opposite
sugar (no axygen here).

directions, they are antiparallel.

RNA polynucleotide strand
In RNA, uracil (U)
replaces thymine (7).
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Sintesede acidos nucléicos - RNA

v'Transcrigdo — RNA Polimerase
v'No sentido 5’ - 3’

v' A partir de um Molde
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Addition at 3' end of growing chain
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DNA
template
strand &'
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Sintese de Acidos nucléicos - DNA
v'Replicagiio — DNA Polimerase
v'No sentido 5’ — 3’

v' A partir de um Iniciador e de um Molde

DNA strand
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5’ Fosfafo 3'OH
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Aminodcidos
(20 tipos)

Nondémeros A

Transcrigdo I I
RNA T i
G A G
e L
A G A
o et
Tradugdo il
—— s g
o Macromoléculas £ 7 4
ke e
amino acids xee
O G5 By

DNA Proteina



03/04/2016

Cédigo Genético

RNA m
¢ m 3 v Diferentes cédons podem codificar o mesmo aminoacido
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